SEQUENCE LISTING 



<iIO> KYOWA HAKKO KOGYO CO.. LTD. . 

<120> IgA NSPHR0?ATHY-AS50CIAT£D GENE 

<130> 11143 

<140> 
<I41> 

<I60> 121 

<170> Patentln Ver. 2.0 

<210> 1 

<2U> 4276 

<212> DNA 

<213> Homo sapiens 

<220> 

<22i> CDS 

<222> (53).. (742) 

<400> I 

zzcizczgiz zzzzccczgz :c:ctatccc aggrcagccc iczczgzzzc eg ?. :g g3a 58 



i / iOi 



Met C 



gat gga ice ttg gat gar ggc cgt ggg gat cag cct ctt cat agt ggc 

Asp Gly Phe Leu Asp Asp Gly Arg Gly Asp Gin Pro Leu His Ser Gly 

5 10 15 

ctg ggt tea cct cac tgc ttc agt cac cag aat ggg gag aga gtg gaa 

Leu Gly Ser Pro His Cys Phe 5er His Gin Asn Gly Giu Arg Vai Giu 

20 25 30 

cga tat tct cga aag gtg ttt gta ggc gga itg ccl cca gac at t gat 

Arg Tyr Ser Arg Lys Val Phe Val Gly Gly Leu Pro Pro Asp lie Asp 

35 40 45 50 



gaa gat gag ate aca get agt ttt cgt cgc ttt ggc cct ctg att gtg 

Giu Asp Giu lie Thr Ala Ser Phe Arg Arg Phe Gly Pro Leu lie Val 
55 50 65 

gat tgg cct cat aaa get gag age aaa tec tat ttt cct cct aaa ggc 

Asp Trp Pro His Lys Ala Giu Ser Lys Ser Tyr Phe Pro Pro Lys Gly 
70 75 30 

tat gca ttc ctg ctg ttt caa sat gaa age tct gtg cag get etc att 

Tyr Ala Phe Leu Leu Phe Gin Asp Giu Ser Ser Vai Gin Ala Leu lie 



gac gca tgc att gaa gaa sat sga aaa etc lac ct : cgr gr a :ca age 394 
Asp Ala Cys He Giu GIu Asp Gly Lys Leu Tyr Leu Cys Vat Ser Ser 
100 105 no 

ccc act aic aag gat aag cca gee cag am egg cr.t tgg aat etc age 442 
Pro Thr He Lys Asp Lys Pro Val Gin He Arg Pro Trp Asn Leu Ser 
115 120 125 130 

gac agt gac tit gig atg gat ggt tea cag cca c : t gac cca cga aaa 490 
Asp Ser Asp Phe Val Met Asp Gly Scr Gin Pro Leu Asp Pro Arg Lys 
135 140 145 

act ana ttc gtt ggt ggt git cct cga cca tta cga get gtg gag czz 533 
Thr lie Phe Val Gly Gly Val Pro Arg Pro Leu Arg Ala Val Glu Leu 
150 155 160 

gcg atg gta atg gat egg eta tac gga ggt g eg tgc tac get ggg att 5S6 
Ala Met Val Met Asp Arg Leu Tyr Gly Gly Val Cys Tyr Ala Gly ile 
155 170 175 

gat ace gac ccz gag eta aaa lac cca aaa gga get ggg aga get gcg 634 
Asp Thr Asp Pro Glu Leu Lys Tyr Pro Lys Gly Ala Giy Arg Val Ala 
130 185 190 

ttc tct aat caa cag age tac ata get get ate ygt gee cgc ill gtt 632 
Phe Ser Asn Gin Gin Ser Tyr Ile Ala Ala lie Ser Aia Arg Phe Val 
•95 200 205 210 

3 / 10 1 



cag cig cag ca- gga gag a:a sac aaa egg gia age cl: ata c~a cat 730 
Gin Leu Glr. iiis Gly Glu iie Asp Lys Arg Veil S-r Leu lie L-u His 
215 220 225 

*tt gga aaa zee nagaaaigg* cctccaaatg tgtgaitacc aatat^agaa 732 
Phe Gly Lys ?he 
230 

cgggagcauL i laigacaat aaagtgacag c tgacaatt c L^ccianaga laat rat g 842 
gtcLataata catgaaaiaa tgtcctatga atttctttia iclticagit ttttgagsag 902 

cctaatcaga acactacaat tiaci tgagr taatttaatc t nctctaact tccancaac 952 

cicaatccat ccgtccattc attcaczcag tttgtaagtc attcaataaa tatttaccga 1022 

aiccLttgLi ctgcgitaia tcaagcatac aaacaggaac geccttgagg tttcctgccc 10S2 

ttttttttgt ttgLutttia atcctgggac aiagggaaga cctcagcaag ccctatcccc 1142 

caatgaattg cacicacaga Ulcu:lCC ezuttuu Lcuritcca cagccgccac 1202 

ctctcaccga ii Laitcc: l agcLLggigc t:catRtait caacaaacgn LZiag^cz: 1262 

agggcaagaa g:ecc:grcc :ca"gag:tt arttcctagc agacagaaci gtaccacitg 1322 



ccagtaciac icagagtgig gcctgtggac tgacc tccag ic tgtaaac i -agtttgiag 1332 

cgagatagga atttagacca gaatgtgiaa tcaaccacai tactgggcac aatgt t tggt 1442 

ccagctggcg attttttttt catagaaagc ctttattgat gagggaagca atazattgat 1502 

i lata l 1 1 1 g gggicacctc tttat treat ggcacac tgg cactttcatg catgctgact 1562 

ttgatatcca tcactctgag gcattgtgct aaaatagatt gait t tatcg tgttgttctc 1522 

aattcaagat giaaaaatca tcaagtcagt agcagttttt gctttttatg tttcatgtca 1582 

ngtacagtci acttcactgg cagtaaaaaa atttaagata gtggtggtca tcctacaaac 1742 

tgtgaatcta LLaaagagaa aagtaictgt tctattctaa gcatggggga gggacaagat 1302 

tagtatgtta acatgcctac Lttgtitgtt tgagatggag tctctctccg tcacccaggc 1862 

tggagtgcag iggtacagtc tcagctcact ccaacctctg cctcccgggt tcaagtgatt 1922 

ctcctgcctt agcctcccga gtaggtggaa tiacaggcat ataccaccat gcccaacaaa 1982 

igtttgtatt tttagtggag acagggt tic accgtgttgg teaggecagt ticaaactcc 2042 

igaccccaag ggatccaccL gec tcacccc cicaaagcgc tgg^at caca sgcacgagcc 2102 

acccaccatg cctggcctac t tggt m i: atgeacacta aaaaatacct acatctcact 2162 
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gcc i ".at tec aacaiaagct tcagagcigc gggattggic aitagaaatt cagactgaat 2222 

zzgzgitcc.L r.tgcaaigaa atcctttgcc cagtgttcat gtcaccctgt agacattatg 22S2 

gagcagccca gaggecagaa gcccagtgci ctccttatgc ctgetet tec igggcttcgt 2342 

gacactciTic ttctcctttt gtacttttat t tt tttagtt aaaaaatttt tzttagaggg 2402 

agggtctcac ictgtcaccc aggctggagc acagaatcac aatcatgact cactgeatgt 2462 

tcttctcctt ttgutcatgg ctaatcttgg tcaggattcc tigrcagagc tgggrggcac 2522 

cagtgcrggt gacagccigc tgtaagggag trtcagecat gaatctctcc agactaaaaa 2582 

taaccagctc ttttctagct gatgaaitaa taaccaggtg actgttaatg ctlgaaaggt 2642 

rcacacgaca ggttggccga tagaacgecg gaacaggccc agttttagaa aticacctct 2702 

gacttttaga ctcaggtgaa ccattcttac tgagaaagaa caaagcaggg ttttagactg 2762 

tgaatcciiaL ggctgeatet ittittttti tttaacagag tcccaggttt gr.gaLtataa 2822 

cccaacatgt gtacactaLa aatagaaacc aegagecagg ctttttacga cagc;cagaa 2882 

iciitgtgacg cagtagtcag gcaicc tcac accgacttga atacugaagt gcagitgtgL 2942 
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ggaacitgga icatcttagi iganiz^ii -.aaaucaiga t iccaca^ac gacaaaaatc 3002 



cagacccact aattaaaaig agggtctacg ictatgaata aic tcccgig ggtttaatc*. 3062 



cataaca:ic lagtctaaac agttggcttc acttcaigai gictgctcaa atcctttttc 3122 



ctttaaagga tgtttattta ataagaaaaa aaatgtaaaa tgaiagataa taaaagcctt 3182 



actaggt*ct taaaagacga ac Laiccaia tttcagiaaa tgaataatta giccztcczc 3242 



tttgggcacc ttggaacaga ttcat'ccaga lagtgggtgg aaatgtacai gta-gg taag 3302 



caitgciggc ctagtcacig aaaaatgtaa actcttatLi --tgattgcag gtggaagtta 3352 



agccatatgt cttggatgat cagctgtgtg atgaaugtca gggggcccgi tgcgggggga 3422 



aatttgctcc atttttCLg- gciaatgtta cctgtctgca gtartactgt gaatattgct 3482 



gggctgctat ccattctcgt gctggcaggg aattccacaa gcccctggLg aaggaaggcg 3542 



gtgaccgccc tcggcatatt tcattccgct ggaactaaag gataactgca gtgctcattt 3602 



tcaggcctca gaataagigc acicctctgt tcattctgac ccctccctca acctcitcac 3562 



gctggcatgt cctLutgtag cagtctg^aa ctiaactata gtaiaaigaa aagaaigacc 3722 



Lataataiag gigtrttgta gattcitgig ccactgcaaa caaiacgaac tcct:tt:cg 37S2 



iattgcca:c gggitgcatg gaagLtttat tcccttgtLt tgetggaaac caagaggatc 3S42 

caaactuccc gcaacat it t cttagaggag agagagaaai atiaaaagag aaatgaaaca 3902 

atagagtatc i igggt in t aattaaatta tugttaataa tataacatat aagaaiactt 3952 

utattaaaan aaccatgcaa caataacact atcggtcLa'L ctgacagttt tccccccagg 4022 

gaagigcutt tgccutttcc tttc tttttt tLtxttttic atcttttttg ttctctcxct 40S2 

tttt Hecate ccttzttaat tttttxaaca gcaatggagg aagitaacaa tttztaatgg 4142 

aaagagcatg tiagascaaa caaatgeata agcaagactg agcagcatta taaztaattt 4202 

tcagggtttt gaggctgaac ataatttcat tatccctcaa aaagxtacca ccacatcaga 4262 

aaaaaaaaaa aaaa 4276 

<2I0> 2 
<211> 2689 
<2I2> DNA 

<213> Homo sapiens 



<222> (107). . (535) 



<400> 2 

gttggaggtt ctggggcgca gaaccgctac tgctgcttcg gtctctcctt gggaaaaaat 60 

aaaatttgaa ccttttggag ctgtgtgcta aatcttcagt gggaca atg ggt tea 115 

Met Cly Ser 
1 



gac aaa aga gig agt aga aca gag cgt agt gga aga lac ggt tec ate 163 
Asp Lys Arg Val Ser Arg Thr GIu Arg Ser Gly Arg Tyr Gly Ser lie 
5 10 15 



ata gac agg gat gac 
lie Asp Arg Asp Asp 
20 

gac tea gat tac aaa 
Asp Ser Asp Tyr Lys 
40 

gat gac tac cga gac 
Asp Asp Tyr Arg Asp 
55 

aac agt gac cga tec 
As- Ser Asp Arg Ser 



cgt gat gag cgt 
Arg Asp Glu Arg 
25 

aga tct agt gat 
Arg Ser Ser Asp 

tat gac agt cca 
Tyr Asp Ser Pro 
60 

gaa gat ggc :ac 
Giu Asp Gly Tyr 

9 / 



gaa tec cga age 
Glu Ser Arg Ser 
30 

gat egg agg ggt 
Asp Arg ArR Gly 
45 

gag aga gag cgt 
Glu Arg Glu Arg 

cat tea ga; ggt 
His Ser Asp G 1 y 

101 



agg egg agg 211 
Arg Arg Arg 
35 

gat aga tat 259 
Asp Arg Tyr 
50 

gaa aga agg 307 
Glu Arg Arg 
65 

gac :a: gg: 355 
Asp Tyr Gl y 



70 75 80 

gag cac gac tat agg cat gac arc age gac gag agg gag age aag acc 403 
Clu His Asp Tyr Arg His Asp Lie Ser Asp Clu Arg Glu Ser Lys Thr 
85 90 95 

ate arg ctg cgc ggc cit ccc ate acc ate aca gap age gat att cga 451 
He Met Leu Arg Gly Leu Pro lie Thr lie Thr Glu Ser Asp lie Arg 
100 105 110 115 

gaa atg atg gag tec tic gaa ggc cct cag cct gcg gat gtg agg erg 499 
Glu Met Met GLu Ser Phe Glu Gly Pro Gin Pro Ala Asp Val Arg Leu 
120 125 130 

atg aag agg aaa aca ggt gag age ttg ctt agt tec tgatattatt 545 
Met Lys Arg Lys Thr Gly Glu Ser Leu Leu Ser Ser 
135 140 

gttctcttcc ccattcccac ctcagtccct aaagaacatc ctgattcccc cagtcttcaa 605 

gcacatgaat tcagaatgaa aggtttgeca tggctaagga atgtgactct ttgaaaacca 665 

igttagcatc tgaggaactt ttttaaacct tgttttaggg actttttttt ccttaggtaa 725 

gtaatgattt ataaactcct tttttttttt tcgaciaLag teggttgeat ggttacttta 7S5 

agcgtggaat caaatggagt ggcattiagt tcaggcggci tgttccttge catggcaaag 845 
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tatcaagaag atccccaag: caagtcacat i tgtaaagci get tcccaat tggctttgtc 905 



acgcagigit gaagcagtgg gagagagait cacccgttat aaaggaaeig actaacacaa 965 



gtatcccgtc tatatctgaa tgctgtctct aggtgtaagc cgtggtttcg ccttcgtgga 102o 



gtit-atcac ttgcaagatg ctaccapctg gatggaagee aatcaggttg cucacccac 1085 



caagtctaga tattcatgaa aatggaacaa gtctgtacaa ttttaaaaaa aggttgaagg 1 14o 



agtggitLgt tccaaaggag tgactttttt ttaaaaaaaa aagctitgra tatattaaaa 120a 



ttgatgtuac tagaaxaagt acagtaccaa ggacttcatt atagaatttg ttctgccttt 1265 



aaacatggct acctacctgg cagggctttg ttaactactg aaiacctgtc tggcaatcac 1325 



taaaacatct taatgtttcc c t^ttttcta gtt tgttata t tec tat tat gtccattgag 1385 



agtaagctta gtatatcaaa ctctccattt gacagtgaag agaacatagt gaaagtctgt 1445 



ggeggcattr. ttataagtaa t tccttattt ctgcctgaag accacaaagc ctcccggagg 1505 



egtaactget cagaccggtc ttcagggaat atttaaggac ttagtggaat ttatgaacaa 1555 



taagtcigat gagattagee igggagiggc gtcctecagc tgtctaatct agttagagtg 1625 



gcattaacai tctaatcticc itgagaacgc ctttiatagi cigttcaaag caagtcattg 1685 

acggttctic gaggLeigtgc taaccgaegr gttcttcagt tigtcaagat aaigttcagt 1745 

get tggcacr. taaataacat. tttttgcaag aactccaagg cacattattg aatgect t ca 1805 

accaagtgea ttctgggaag tt tgcitgac tcattatctt gettttctge agcaitctgt 1865 

gatttgagic atccatgaat ccatgaataa aagttacatt ctl igattgg taacattgee 1925 

att lataaca agacccacia atgagggcat cactt cgac i gactgattng ttaaag.ttt 1985 

taagcctctc attttcctaa cccagaaatc acagectgat tttattaaaa gtagagcttc 2045 

attcatttca taccatagai accatcctag taaatccaga acatatacaa ggttcatgtg 2105 

agtctgcttt cttgacatga tagr.ar.tgit tgatgcagtg gatatgtcag aatgactaac 2155 

ctaggagttc aaaactccta agaaactaaa acctgtaaga catttaaaag cctccacaat 2225 

tttaatgtat acaaagctat gttactgtgt aacacattac agttcaaatt cactccagaa 22S5 

ataaaaggee agtaggacta gggactcaci ggcagtttgg agtctcccag cacacatccc 23^5 

tcccagcggg aigaLciaii: cacacacctc ccagc 1 1 1 z z lattt z i£cz zczgzazazc 2405 

acagtgagtg gatggeccr.: cagctttttc tcccctggcc agacatgeag tettgecttt 2455 
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agatatcgca gagacaaaac tcacagcaig cceiaaaic t iccaggat l t gcaagaacca 2525 
aattgctcaa cagtatgtat gtttagaggg gttagacccc * t l ttaaaai ctggatatct 2585 
aaccaccrac ttaaatCwgr tcgatagrgt caaaccaccc ccacccttga tcctcccacc 2645 
cccaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaa 2689 

<210> 3 
<211> 2981 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1297). . (1608) 
<400> 3 

cctctccctc tctttcacag agicttgccc igtcgcccag gctggagtgc agtggcacaa 60 

tcicactgca agctccgcct ccigggtcca cgccattctc ctgcctcagc crcccaaata L20 

gcigggacaa caggcacctg ccaccacgcc cggctaaiLi tugLauu ragiagagac ISO 

agggt t tcac catgttagcc aggatggici caaictcctg acctcgtga t ccacccgcct 240 

13 / 101 



cagcciccca aag igcigag ai tacaggcg igagccacca cgcccagcca caicitictc 300 



icctictctc iggLittcgr rrgttgttcg agacagggtc ccgciclgLc gcc^Lggctc 360 



acgigaacct cccaccicag cctcccaagt agcigagacc acaggtgtga gccaccactc 420 



ctgggiaatg ingLattLt titgtagaga iggggttica ccgtgctgcc cagactgcic 480 



tcaaacicc : gggcicaagi gaLccacc tg cctigaccic ciaaagtgct ggaarracag 540 



gtgtgagcca ccgtgctcag ccgagtgtci ttcgiaigct itctgagcac gtggatttcc 500 



atctcicLgc aiicictgtt. catctcagcc tgtttgttco ntigagataa atgacttttt 560 



cttggtaact tagagzactt tgigtaiita caggttaacc cctiatcaac ttatatcagt 720 



tgctgciaic LtttcLtaga tttttctttt cattttaaaa autacattgt ttcaaigaac 780 



agaattttta agttnaacg lagtccacci igtccaiict citcatgacc ggtgcacttu 840 



agggtcttgt icaagaaatc gtcctttatc ccgaggtcac aaaga tag tc tac tgtat r t 900 



tcttLLaaga gctgaaaagg igtLtcaiiai ttaaittai: tgggaitggc tmgtgtgg 960 



tggggaiaag gaicacaaii iiaiiLcait tttcttccac zig$nzizc cagcggcccc 1020 



atttccattt titgaaiagt c 1 1 tc t g tgc agaaaagact icacta^cag agaagtcctg 1030 

agacttaccc ttcaaaaggc cccattcaca aggctagcac ttggcgtgca tctgagaacc 1140 

tggattttgg ggiggtlcct aiaatgtggt gtatgctgaa cacccaccit tccttctggg 1200 

agtctggaai tigggiaiai gttggacaga ggctgcctaa gtgaccagct tcaacaacag 1260 

ccctgggtgc tgggtcacic atgacccata c-acaaa atg cca cac atg tig tea 1314 

Met Pro His Met Leu Ser 

i 5 

cag ctt alt get gga gga git age aca tec igi gig act gca ctg gga 1362 

Gin Leu He Ala Gly Gly Val Ser Thr Ser Cys Val Thr Ala Leu Gly 

10 15 20 

gag gaa act ggt gec tgg ttc cct gig Lai tig tec cac gec tec agt 1410 
Glu Glu Thr Gly Ala Trp Phe Pro Val Tyr Leu Ser His Aia Ser Ser 
25 30 35 

ccc ttt get gat etc git ttc tgt cct tit get gas ata aat cac age 1458 
Pro Phe Ala Asp Leu Val Phe Cys Pro Phe Ala Glu He Asn His Ser 
40 45 50 

cag gag tat gac 
Gin Glu Tyr Asp 
55 



aat atg egg ggt cct gig agt cct ccc aac aaa cag 1506 

Asn Met Arg Gly Pro Val Scr Pro Pro Asn Lys Gin 
60 65 70 
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z z c c.c.1 ctg ggg gig 2. uC u L t £gg ace 
Phe Asp. Leu GLy Val lie Phe CI y I Le 
75 



ccc aac aac zgz cgc tec ccc 1554 
Pro Asn Asn Cys Arg Phe Pro 
80 35 



act gat aai aaa aza act gag aag cag era ttg ggc aac gtt ctg aac 1602 
Thr Asp Asn Lys He Thr Glu Lys Gin Leu Leu Cly Asn Val Leu Asn 
90 95 100 

tac cct tgaacat tea tgtcttcatc tgaacatcca tctacr.accc otgatttttr. 1553 
Tyr Pro 

cagtgcaggg tgcatatccn gtatcaccca ataaatggtc aetgatcacc ataggaaagg 1718 

aacagtgaaa gciccacggt ggtttggagg aaggtggcag geattcageg gtaacttttt 1773 

tgagcagata gattttatgt ttttgcaaeg agtgaaataa attttcccat atctatttaa 1838 

ggitggcaat caiiatcttt ttatcaxcit ggaacatttg gaattccttt aatatgttta 1893 

gc laggaa t z ttctaccttc ctcatcttgt ccgatagttt aaaatcccac agttatttca 1958 

cgggctccic aeacctgcct gtgtgatttc taacatgtca cgctatgcaa ecagttget: 2018 

ttacttgtag agegtttett taggtaaiag cttatcattg gttatstgat tacagtgtgi 2078 

taaagacagg ictgiagtia tgtaaaaigc cgittctctg agtaica igg ;ca::tccac 213S 
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atan ccici aiicaigiai :*.gtaagaat atatctaiti icgcagiait t can lar c t 2198 
attttattt att ttc-gaa acggagcctt gttctgtcac ccaggctgga gtgcagtggt 2258 
gtgatctcga c icactgtga cctccccctc ccaggttcaa gcgattctcc cgcctcatcc 2318 
tcccaagica ttgggattac agicacgigc catgaagccc tgctaatttr tigta-i it t 2378 
agtagagaca ggatttcacc atgtiggcga tgctggtr.tc gaacccctgg r.trcgaacuc 2438 
ctgacctcaa gzgatccacc cgccccggcc tcccaaagaa ccgggattat gggcgtgaac 2498 
caccacgcca ggtcagtttt gcagigtztt aaatactgtt gcctttgaga ggagagaggc 2558 
acgcacatag actatggtga ttaccatcat atacLggaaa. gtgcaaagcg lagcgcagtt 2618 
aactgtgagc catcicatca aaccctaaca gatgtctcat ttgtccataa aggggcirct 2678 
gtcccataga aattcatgta cccaaccuac Lcttcaacca tgatttttct ctgatggcci 2738 
gigtgaacag attaatggtg tccatctaat tccttcccca ctgggggaaa gcaaaLcatc 2798 
aggcccattg caaaaactgc ccitggLLga gCLucctgcc tcaaaicata cccacagLga 2S5S 
aiggcgtccc titatcaccg ccaatgacic tgacaLccci ciccacicac aiguagcci 29 LS 



cctcagcict cga:aaacaa g:ccgccLcg gc tcaittat ictacaaaaa aaaaaaaaaa 2978 
aaa 2931 

<210> 4 

<2I1> 1461 

<212> DNA 

<213> Homo sapiens 

<220> 

<22I> CDS 

<222> (282). . (5SCJ) 

<400> 4 

eattcggcac gagcagctt: ctagliggai laggcaacag aatcctttga aaatgtgtgt 60 

gcacagacca ggtggctccc tgggccagtg tactctgaaa gacgtgtgtc ctggcctagc 120 

tggttgagga aaagcagggc aagcclagcc aaatcacaca tcttgaacap ccctcattcg 180 

tta:accaac tttcccacct ictggtgtgt ataggagata aagatggcag acgtgctatt 240 

aggctgccaa igggagtggg ccccgaLaig gtctztcaaa i atg aat cac ccc egg 296 

Mac Asn His Pro Trp 
1 5 
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cat gig is" lie ctg ttt aag gtt etc agg tat. v. fir. cca act gca cca 344 
His Val Cys Pne Leu Phc Lys Val Leu Arg Tyr Tyr Pro Thr Ala Pro 
10 15 20 

ata tta aaa tgg aca cat acc gtg tea tgc agt tgg tgc cga agt gtt 392 
lie Leu Lys Trp Thr His Thr Val 5er Cys Ser Trp Cys Arg Ser Val 
25 30 35 

tta agg gaa gtt gta ggc aat gcg agt tta tea gaa aac tec acc aia 440 
Leu Arg Glu Val Val Gly Asn Val Ser Leu Ser Giu Asn Phe Thr He 
40 45 50 

tea gca itt tgc cct gag ctt aca cca ttc cca gal caa ggt aca age 488 
Ser Ala Phe Cys Pro Glu Leu Thr Pro Phe Pro Asp Gin Gly Thr Ser 
55 60 65 

aca atg att tec ttt ctt gaa aag ttc aac aaa age aag aga gag aga 536 
Thr Met He Ser Phe Leu Glu Lys Phe Asn Lys Ser Lys Arg Glu Arg 
70 75 SO 85 

ttg gag ttg atg ctg cat ttt tat tct gtg tta age ctt gaa cct get 584 
Leu Glu Leu Met Leu His Phe Tyr Ser Val Leu Ser Leu Giu Pro Ala 
90 95 100 

gtt set gaa cat tgg tea ggg gaa ttt gag aag tgg aaa gtg ggc ttt 632 
Val Aia Glu His Trp Ser Gly Glu Phe Glu Lys Trp Lys Val Gly Phe 
105 110 115 
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iu cac cct ttg aaa aga gag gat gga tic tic acc aga act gac ait 680 
Phe His Pre Leu Lys Arg GLu Asp Gly Phc Phc Thr Arg Thr Asp lie 
i20 125 130 

taaaaaaagt cagcgtggca cgttttagta Lgtgtggcag atctaaasag acaatatttt 740 

gatctcagga gigtttattc ttgaaccatt ttcagaactc taagatnga gaaataataa 800 

aatattgacc atcct tcaaa gagaaaaaca cagggegate tttggcatag cctgtcattl 350 

igctcacatt tcacttctct ctctccaact tcagagcccc tgctgtggaa caggtgctgt 920 

gctgggtggc aggggaggic rxtggctttt tttttttttg atctccgtct taacatciag 980 

cctactggag gaagtgtatt taatcatcca citatctgtt aacaattatc tetgagggee 1040 

cgtcacattc agagaagatt ctaggttctc tacaagtatc ctctcactgt gtacatacta 1100 

aatcaacatc ctgctggatt tcccccagac atctcccttc atcaccattg gagagtatcc 1 L60 

tetaattgee agccctattc accatactca tctcatttga tctggagttt tctgagagtg 1220 

acegggggzg ggatggacag gataatttag caagagtgta taagtaaaat ctatataata 1230 

aaagttatct cccigtgccc cccaisatct aticttiatg tagcagicts aatgagatt: 13-10 
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teagaaacaa gaaccac:t i acc t cagccr. czzcztczzc LLCitcctct r. ncui r icl 1400 
r trtttLcag latuaLgggc aacagagcaa gacccagtci caggaaaaaa aaaaaaaaaa 1450 
a 1461 

<2I0> 5 
<211> 3329 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (637). . (1035) 
<400> 5 

ecaaagtget gggattatag geatgageca ctgcgcccgg ccagaaxacc ctatccttaa 60 

acatgaatit aggggagggg aggacacaat tcaatctata acaactatca ciggctgatt 120 

ttggcagagg cctgtggccc ccagtattt: gagggagctg agggecactg atccctccat ISO 

augcccccaa catcatggga ctagiaggat gaaagcaagc cteagaccag at tciacc tc 240 

aagcaggcac acaaacattc angcagcttc lacttggagc ctgatgaagc :caaat : g t t 300 



tgtccictga ggctctct tt gcaiggaaat tictcccatg acagatgaga aagttctggg 360 



gcagcattca gcucciag: tggattaggc aacagaatcc z t tgaaaat g tctgtgcaca 420 

gaccaggtgg ctctctgggc cagtgtactc tgaaagatgt gtgucccggc ciagctggtt 480 

gaggaaaagc agggcaagcc tagccaaatc acacatcttg aacagccctc attcgttata 540 

ctaac tt tec caccclctgg igigcaiagg agataaagat ggcagacgcg ctattaggci 600 

gccaatggga gigggctcig atatggtctt tcaaat atg aat cac ccc tgg cat 654 

Met Asn His Pro Trp His 
1 5 

gig tgc tic cig ttt aag gt c etc agg tat tac cca act gca cca ata 702 

Val Cys Phe Leu Phe Lys Val Leu Arg Tyr Tyr Pro Thr Ala Pro lie 
10 15 20 

tta aaa egg aca cat acc gig tea tgc agt tgg tgc cga agt gti tta 750 
Leu Lys Trp Thr His Thr V'aL Ser Cys Ser Trp Cys Arg Ser Val Leu 
25 30 35 

agg gaa gt* gta ggc aat gig agt tta tea gaa aac ttc acc ata tea 798 
Arg G!u Val Val Gly Asn VaL Ser Leu Ser Glu Asn Phe Thr He Ser 
40 45 50 

gca it: tgc ccc gag eti aca cca lie cca gac caa gg z aca a:<c aca 346 



Ala Phe Cys Pro Glu Leu Thr Pro Phe Pro Asp Gin Civ Thr 5er ihr 
55 60 65 70 

atg ant ice ttt ci; gaa aag ttc aac aaa age aag aga gag aga itg 894 

Met lie Ser Phe Leu Glu Lys Phe Asn Lys Ser Lys Arg Clu Arg Leu 
75 80 85 

gag ttg aig ctg cat tti tat let gtg ua agt ett gaa cc; get m 942 

Glu Leu Met Leu iiis Phe Tyr Ser V'al Leu Ser Leu Glu Pro Ala Phe 
90 95 100 

get gaa cat tgg tea ggg gaa ttt gag aag tgg aaa gtg ggc ttt ttt 990 

Ala GLu iiis Trp Ser Gly Glu Phe Glu Lys Trp Lys Val Gly Phe Phe 
105 110 115 

cac cct ttg aaa aga gag gat gga ttc tic acc aga act gac att 1035 

His Pro Leu Lys Arg Glu Asp Gly Phe Phe Thr Arg Thr Asp lie 

120 125 L30 

taaaaaaagt cagcgtggca cgttttagta tgtgtggcag atctaaagag acaatatttt 1095 

gatctcagga gtgtttattc ttgaaccatt ttcagaactc taagatttga gaaataataa 1155 

aatattgacc atccttcaaa gagaaaaaca cagggegate tttggcatag eetgtcattt 1215 



:gc tcaca t l tcacttctcc ctctccaaci tcagagcccc igctsts.caa caggigctgt 127o 
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gcigggtggc aggggaggtc ictggcuttt i t it t ugai ciccg tctta acatciagcc 1335 

taciggagga agigiat i ta aicaiccac'L tatctgtiaa caatiaicic cgagggcccg 1395 

tcacatLcag agaagaLtci aggttctcta caagtatcce cccactgtgL acatactaaa 1455 

tcaacatcct. gc tggatt lc ccccagacac crcccttcau cacca~tgga gagtaiccrc 1515 

taautgccag cccraitcac catacLcatc tcatttgaic iggagLLLLc tgagagigac 1575 

cggggg tggg atggacagga raai ttagca agagtgtaia agtaaaatct ataiaataaa 1535 

agttatctcc ctgigccccc catgatctat tctt tatgia gcagtctgaa tgagaxtttc 1595 

agaaacaaga accactttac cttagtciCL tcttcttctt cctcttcttt tc'tttcrtt 1755 

ttttttagta ttatggggat ctgittctgt tgcccagggt ggagtgcagt ggiatgatct 1815 

tggctcacag cagcctigaa cicccgggcz caagtggtcc tcctgcctct get tccc tag 1375 

tagciaggac tgcaggtttg zgccaccaca cctggctaac tgaaaaaaga aatttttttt 1935 

caatagagac agLgtctcgc tacgicccca ggctggtctc aaactcctgg cc:caag:ga 1995 

iccLcctgic iczzcczccc aaagig:igg aattacaggt gLgagciaci aiae:cggcc 2055 

agtaccc c tc icaaaacaci tcagcactcc ccattgcacL -gggtigaaa iccccaccac 21 15 
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icaciggggc ccacaagac" czicaagact gaatccttgc Lcaacattgt gacczgcccc 217o 



:taccacccg cagccicac-- tgcigtgctc cagccacgLg gazczzcczc ctgictccaa 223o 



aactgcctca ggicatitgc acctgctgtt cttcccaaag gctgtgtgat ttccaicagt 229a 



cagtctiagc icgtatacc i cctrggagac acctctcctg accaaccagu ccaaagaaic 23o5 



tcctctiaic a tgicac t c t grttcattta tttatttaga gaiggagtc t cgctctgtca 2415 



cccaggctgg agtgcagtgg cgcgatctct gctcactgca agctccacct cctgggttca 2475 



tgccgtLCic cigcctcagc cicc tgagta actgggacta tgggcaccca ccactacacc 2535 



cggctaat it titgxait l c tagtggggat ggggtt tcac tg.gtiagcc aggacggtct 2595 



tgatctcccg acct Lgigai ctgcctgcct ccacctccca aagtgtttta tttattttaa 2655 



aggcatgtat cactcrctga aaattagctt ctttcttctt tttccctgtt atcatccatt 2715 



tccccgaacc agaatagaag trccLgaggc cagaacttcc gcctctccgc ccctcaccat 27/5 



gtguccctgg cacaiacccc agtgccigcc tgctctaaag taaaatctt.a gtaaaiacta 2S35 



cigttgaci:a aataaaigaa caaaicccii ttaacgcccc i ciggaagtt gccaagtaaa 2S95 
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4 



gaaiaggaic cctt-"aag aLiacaciu iggctattga zczgzgzgzc iggaacaaga 2955 

LacagLL r ,ga aga:accacc atgggacaig aca icagi zg age~gaitaa ggtcitagta 3015 

anaagaaicc agga'-gcgic cgggtgcggt gctcacgcct gtaatcctag caicttggga 3075 

gaccgaggcg ggcagatcac gaggicagca gtttgagacc agcctgacca acatggrgaa 3135 

accccgzczc cactaaaaaa tacagaaati agccgggigt ggcggtgtcc aceigCagtc 3195 

c-agctacLC aggaggctgg ggcaggagaa tttcttgaac ccgggaggcg gaggttgcag 3255 

rgagccgaga ccacaccagc gcaccccagc ctgggcaaca gagcaagacc cagLCtcagg 3315 

aaaaaaaaaa aaaa 3329 

<210> 6 

<21L> 2276 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (103). . (485) 

C400> 6 
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ctgaactggg agtcaggtgg ttgacttgtg cctggctgca gtagcagcgg catctccc t t oO 

gcacagttct cctcctcggc ctgcccaaga giccaccagg c: acg gac gca gtg 114 

Met Asp Ala Val 
I 

get gtg tat cat ggc aaa ate age agg gaa acc ggc gag aag etc ctg 152 
Ala Val Tyr His G I y Lys He Ser Arg Glu Thr Gly Glu Lys Lea Leu 
5 10 15 20 

ctt gec act ggg ctg gat ggc age tat ttg ctg agg gac age gag age 210 
Leu Ala Thr Gly Leu Asp Gly Ser Tyr Leu Leu Arg Asp Ser Glu Ser 
25 30 35 

gtg cca ggc gtg tac tgc eta tgt gtg ctg tat cac ggt tac att tat 258 
Val Pro Gly Val Tyr Cys Leu Cys Val Leu Tyr His Gly Tyr He Tyr 
40 45 50 

aca tac cga gtg tec cag aca gaa aca ggt tct tgg agt get gag aca 306 
Thr Tyr Arg Val Ser Gin Thr Glu Thr Gly Ser Trp Ser Ala Glu Thr 
55 50 65 

gca cct ggg gta cat aaa aga tat ttc egg aaa ata aaa aat etc att 354 
Ala Pro Gly Val His Lys Arg Tyr Phe Arg Lys He Lys Asn Leu He 
70 75 SO 

tea gca ttt cag aag cca gat caa ggc att gta ata cct ctg cag tat 402 



Ser Ala Phe Gin Lys Pro Asp Gin Gl.y lie Val lie Pro Leu Gin Tyr 
35 90 95 100 

cca gii gag aag aag ice cca get aga agt; aca caa ggi act aca ggg 450 
Pro Val Glu Lys Lys Ser Ser Ala Arg Ser Thr Glr. Gly Thr Thr Cly 
105 110 1 15 

ata aga gaa gat ccz gat gtc tgc ctg aaa gec cca tgaagaaaaa 496 
lie Arg Glu Asp Pro Asp Val Cys Leu Lys Ala Pro 
120 125 

taaaacaccc tgtactttat tttctataat ttaaatatat gc taagtc tt atatattgta 556 

gataatacag ttcggtgagc tacaaatgea tttctaaagc cattgtagtc ctgtaatgga 616 

agcatctagc atgtcgtcaa agctgaaatg gacttttgta catagtgagg agctttgaaa 676 

cgaggattgg gaaaagtaat teegtaggtt attttcagtt attatattta caaatgggaa 736 

acaaaaggat aatgaatact ttataaagga ttaatgtcaa ttcttgccaa atataaataa 796 

aaataatcct cagtttttgt gaaaagctcc atttttagtg aaatattatt ttatagctac 855 

taattttaaa aegtcttget tgattgtatg gtgggaagtt ggctggtgtc cctzgccttt 916 

gecaagttet ccactagcta tggtgtcata ggctcttttg ggatttttga agctgtaiac 976 
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tgigtgccaa aacaagcaci aaacaaagag tgaaggam a:gi - taaiL cigaaagcaa 1035 

ccttc itgcc lagiguccLg ataicggaca giaaaa icca cagaccaacc tggagtcgaa 1095 

aauctiacaa tttaaaatat gctciaaaca tgt ttatcgt a^ttgatgct acaggatttg 1155 

aaattgiaui acaaatccaa tgaaatgagt uttctittc aitiacctcz gccccagutg 1215 

titctaciac acggaagacc tcattitgaa gggaaatLtc agcagcigca gcicaigagt 1275 

aactgatttg taacaagcct cc cmaaag laacccnaca aaaccacigg aaagittaig 1335 

gtigtattat tcittaaaaa aattccaagt gattgaaaci tacacgagac acagaatrti 1395 

atgcggcati ncLtctcac atttatat ^ t t rgrgatt t gigaitgatt atatgicacc 1455 

ttgctacagg gctcacagaa ttcaiucact caacaaacai aatagggcgc tgagggcaia 1515 

gaagtaaaaa cacctggtcc ctgcrctcag itcactgtct tgitggacga gaaaacaata 1575 

acgataaaag acagcgaaag aaaataacga Laaaagacag tgaaagaaaa taacaataaa 1535 

agacaaggaa aaaacaacaa igaaagnga taagtacatg ar.aagcgagg t Lccccg tgt 1595 

giagg-agac ciggccttia gaggcagaca gataggtcag tgcaaatacL ccggiccaig 1756 

ggcca:a*Lga aaaggctaag ci LcactgLa aaacaataac cgggaaLici ggg:;g:g:a 1816 
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cgggtg-igg egaac c cggc 1 1 Laat cage gaacLgccga gagacagagc lattctccat 1875 

giaciggcaa gaccigaiic cegagca^ti aaia tggai g ccgigggagt acaaaag: gg 1936 

agtgiggc:: 1 : gagraatgca Liatggg-.gg ittaccatli. cit-gaggiaa aagcaicaca 1995 

cgaacrcgca aaggaattta aaaaccctac ctrcataata ag l tgcatag gittaataat 2056 

ctttaatiaL uiggctcgag niaaaLLgi aaiaggcgia actaactiLa actctalaal 2116 

gigttcattc iggaataatc ciaaacatat gaattatgit igcatgt tea cttccaagag 2176 

cctttttttg aaaaaaagcc ttttctgaat catcaagtct ttcacattta aataaagtgt 2236 

ctgaaagctL rat r~aaaaa aaaaaaaaaa aaaaaaaaaa 2276 

<210> 7 

<21i> 4343 

<212> DNA 

< 2 1 3 > Homo sapiens 

<220> 

<221> CDS 

<222> (1). . (1029) 

3 0 / 101 



<400> 7 

atg gac gcc cca aaa gca g*a cae gcc * * t gag tac ctt ait gaa aca 48 

Met Asp Ala Pro Lys Ala Gly Tyr Ala Phe Glu Tyr Leu Ho CIu Thr 

I 5 10 15 



tta aat gac agt tea cat aag aag ttc ttc gat gta tct aaa ctt ggc 
Leu Asn Asp Ser Ser His Lys Lys Phe Phe Asp V'al 5er Lys Leu Gly 
20 25 30 



acc aag tat gat gtt ctg cct tac tea ata egg gtc ttg tig gaa get 144 
Thr Lys Tyr Asp Val Leu Pro Tyr Ser lie Arg V'al Leu Leu Glu Ala 
35 40 45 



get gta cga aat tgt gat ggc ttt tta atg aag aag gaa gat gtt atg 192 
Ala Val Arg Asn Cys Asp Gly Phe Leu Met Lys Lys Glu Asp Val Met 
50 55 50 



aae at: tta gac tgg aaa acc aaa caa age aat gtt gaa gtg ccc ttt 240 
Asn lie Leu Asp Trp Lys Thr Lys Gin Ser Asn Val Glu Val Pro Phe 
65 70 75 80 



ttc cct gcc eg: gtt ctt ctt caa gat ttt act gga ata cca gca atg 
Phe Pro Aia Arg Val Leu Leu Gin Asp Phe Thr Gly lie Pro Ala Met 



S5 



90 



95 



2SS 



gtg gat tit .cct get atg agg gag gca gtg aaa act ctt gga gg: gat 326 
Val Asp Phe Ala Ala Met Arg Glu Ala Val Lys Thr Leu Gly Giy Asp 

31 / 101 



IGO 



ilO 



cct gag aaa gcc cat ccc get cgt ccg aca gat c : t aca gtt gac cat 384 
Pro Glu Lys V'al Mis Pro Ala Cys Pro Thr Asp Leu Thr V'al Asp His 
115 120 125 

ret tta caa att gac ttc agt aaa tgt gca ata cag aat gca cca aat 432 
Ser Leu Gin lie Asp Phe Ser Lys Cys Ala lie Gin Asp, Ala Pro Asn 
130 135 140 

cct gga ggt ggt gac ctg cag aaa gca gga aag etc tct cca ctt aaa 480 
Pro Gly Gly Gly Asp Leu Gin Lys Ala Giy Lys Leu Scr Pro Leu Lys 
145 150 155 160 

gtg cag cct aag aag ctt ccc tgc aga ggc cag act acc tgc cga gga 528 
Val Gin Pre Lys Lys Leu Pro Cys Arg Gly Gin Thr Thr Cys Arg Gly 
155 170 175 

tct tgt gat tct gga gaa eta ggc cga aac.tca gga aca ttt tct teg 576 
Ser Cys Asp Ser Gly Glu Leu Gly Arg Asn Ser Gly Thr Phe Ser Ser 
180 185 190 

cag att gag aat aca ccc ate ctg tgt cct t.tt cat tig caa cca gtg 624 
Gin He Glu Asn Thr Pro lie Leu Cys Pro Phe iUs Leu Gin Pro Val 
195 200 205 

cct gaa cct gaa aca gcg t ia aaa aat caa gaa g.a gaa ttc ggc aga 572 
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Pro Giu Pro Glu Thr Val Leu Lys Asn Gin Giu Val Glu Phe G 1 y Arg 
210 215 220 



aai cga gag agg etc cag :u it-- aag tgg age tea aga gti tta aag 720 
Asn Arg Glu Arg Leu Gin Phe Phe Lys Trp Ser Ser Arg Val Leu Lys 
225 230 235 240 



aat gig gca gig ate cct cct gga act gga atg get cat caa ata aac 768 
Asn. Val Ala Veil lie Pro Pro Gly Thr Gly Met Ala [lis Gin lie Asn 
245 250 255 



tta gaa tat ttg tea aga gig gtt ttt gaa gaa aaa gac etc etc etc 
Leu Glu Tyr Leu Ser Arg Val Val Phe Giu Glu Lys Asp Leu Leu Phe 
260 265 270 



815 



cca gac agt gta gtc ggc aca gat tea cac ata acg atg gtg aat ggt 864 
Pro Asp Ser Val Val Gly Thr Asp Ser His He Thr Met Val Asn Gly 
275 280 285 



tta ggg att ctg ggg tgg 

Leu Gly lie Leu Gly Trp 
290 

atg cit ggt ctg cea gtt 

Met Leu Gly Leu Pro Val 

305 310 



ggg gtt gga ggc att gaa 

Gly Val Gly Gly lie Glu 

295 300 

let ett act tta cca gag 

Ser Leu Thr Leu Pro Glu 
315 



aca gaa gca gtt 912 
Thr Glu Ala Val 

gtg gtt gga igt 950 
Val Val Cly Cys 
320 



33 / 101 



gag iia aci ggg ica ica aac ccc itt gt i aca ice aca gat get gt: 1008 
Glu Leu Thr Gly Ser Ser Asn Pro Phe Va i Thr Ser He Asp V?.l Val 
325 330 335 

ctt ggi ail aca aag gta agt laaagLigtg giagciciat gactiactga 1059 
Leu Gly He Thr Lys Val Ser 
340 

acaiiaitLt racaaaaari gaagagctci atgagagcag ggattrgggL tcatcacigc 1119 

atcczcaggt etctrgaegt tagccacatc aicaiagrta r.catagtaat aacaacaaac 1179 

agagcattta gtiLgcacia ataaatacaa agaaatctgc igigt tcac i tatgi lagct 1239 

catttagtcc ttaiaacaag cctgtgagat ggatactatt actattctca ttgtaacrct 1299 

gagaaaacta aggiacagLa ggguttagig acitaccaaa gggtcgaagg cctgagiaia 1359 

aggggcagag caaagattcc aggcagtcag a~tcttgagt catgtctaac catiaugcct 1419 

tatLagtgcc ctgLLgccci aaiaaacaci tgeeggacta caiat;tt:t tictcirat 1479 

taacttgaai. naaaaaaaaa LgLitagcaa aagtigavts u:cg:ct:t aaciaaatca 1539 

tttgcccgn agaaac-.gci gcictacLaa giaaigccti caaaaacacg gaeegcagaa 1599 

aigtgacata tcaziinc*. .i-ngccgn: caacaitcct ccggautatL m.siaaaaat: 1659 



czzctcictg aaiuuaaa atac.Lggcc t cagaacttca s:acatacae tgagctr gtt 1719 



aagca:aiia atacacaggc icacggatt i cctagtgaac aaiaau:g: aactc ccct t 1779 



cc-.aaatgvc iggcctttgc taactttatt ttaatgatta aatcctattc tgttaaacga 1339 



augiaccigg aaaatgtrcc acatataact ccaatttgag tcccaatctc agcatttttg 1899 



gLtagatcat iggtacgaag gctttcngga Laciccagug laaggaaatg aiaalgccic 1959 



ccicrcagca ttiggtatug atccttcttc cctaattaga aaagaatttg gcatcttaga 2019 



gaaattattg attcaacgia tgataccaaa agatcaagta gtaaattggg aattgcagga 2079 



t cattcctag aggaaaagga gtatcccact atgtttttac agaaaicaat rcztiacttc 2139 



agacatcctg aaaacraacg ctgcttttta gccttctcta gctgittttt ccigacaata 2199 



ttactgtgLg trtttLgaca ttttagttta atgttaaaaa aitaatctat tatacatgtt 2259 



tacatttatL gaataiaiig auLacttcct ttttgagatc ccgticcatc tgzgaiccLt 2319 



acaggaaiaa icccgtatLg uttr.i tigai gagagcagca mggttLgt aaiatctaat 2379 



CLgigtttct ttcaicccaa aaaaiaaaac cataggccgg gcgcggeggc icacgccigi 2439 



aatcccagca c l ttgggagg cr.gaggcggg tggatcatga ggtcaggaga tcgagacca. 24S9 

cctggctaac aaggtgaaac cccgtotc ta ctaaaaatac aaaaaattag ccgggcgcgg 2559 

tggcgggcgc ctgtagtccc agctcctcgg gaggeugagg caggagaatg gcgtgaaccc 2619 

gggaggcgga get tgcagtg agccaagatt gcgccactgc agrccgcagt ccggcciggg 2679 

cgacagagcg agacictgty tcaaaaaaaa aaaaaaaaaa aaaaaaacca taaatgagga 2739 

aacgcatc 1 1 tacacicagg gttigagttt ctgtatctat aaaaaagggt ttggantaag 2799 

tgatccctgg cacttataaa atgtiagggc ttaatattat tcataRatcg agr-ata^t 1 1 2859 

cat tcttagt cgcctcctta gtcactcttc ctataccaat ctgagaccat tttacaattt 2919 

agaaaagaca aataactggt tgggttactt gatagtaiaa taaccaagaa aaataatttt 2979 

agaaggaatt aagcttgaaa ccacatgtta acaaattcta ccaaagtggg at ttgcctgt 3039 

gattaaaga: gctgtaaaca tiigggccag tagttataac tcpaaaaaig tttatagcca 3099 

atatataatt t t t tatttaa a :a tacag 1 1 tcatcagtct at tag tat t 1 cattaagtct 3159 

aagatgccat cagtggt tag caaacaccac tgttttatgc actgctaaga aagaa r .aaag 32 L 9 

ggc:g:gtge agtggcicac acctgtggga cgccaasgca .qs-agca tcac ttgaggccag 3279 
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aagtccaaga ccaacciggi caacattgia agaccc igtc cciacaaaaa aaaaaaagu 3339 



aaaaattagc :gggcgcggt ggcacalgcc igiagi ccca gciactc egg aggccaaggi 3399 



gggaggatig ciagagccac ggtgttggaa getgeaatga gctgtgacca caccactgcg 3459 



ciccagcgig ggcaacagag tgagacccig tttctaaaag aaagaaagaa aaaagggctg 3519 



ccacctaaac agacacacia ttgagttgag giaccccgai iccaaagaca igaaaatgti 3579 



aatxatagee accxtgaagc tttcaggscc ctttctaccc igaaitaaca gugacattgg 3639 



accagtcttc tctttacttc ttaicttaaa atacccccaa aaccagaatg agtigattca 3699 



taagsacaat gaaggalclc at Lcc itcac catcactagt aitsgttaaa aatt*tartt 3759 



tatagtt t re agacaatcgt tgetaatett atetttgeaa tttT.gtatgt gLitctgtgt 3819 



attccttata tagcacctca ggcaagtagg agtg^ctgga aagtttgtig agutrrctgg 38/9 



aagcggagt: icacaa l la l ctatagctga tcgaactaca aiagcaaaca tgtgiccgga 3939 



ataeggtget aicc:cagcc tiriccccgi igacaatgtg acaiiaaaac a; i lagaaca 3999 



iiacaggiaag aagaiaaaag aicaciagaa :aaaca :r i i acamiccaa LgLgingai : !059 



101 



aatarr-rar aaanaciac citaLccaig :tQittacLa cicacaaaaL lacanaigc 4119 
cgaaacaaca ac::tcaogc aaacatcaga igtctctaaa gagcgi cgtg ccc icaaacc 4179 
ccagLi^ccc gigacacait gaaagcaait "aaaggaait attcaaacca i:gatcciga 4239 
citgacigtL icccaiaaig atgganacr.r. occcct.ct.ac r. taggggr.cn taggtgcaat 4299 
ttaacggagc cagcccicaa acaiactcac agcagtcccc net 4343 

<210> S 
<211> 155 
<212> UNA 

<213> Homo sapiens 
<400> 8 

cacttataaa aegttaggge ttaatattat tcaiagatcg aggatagttc ca:tctLagi 60 
cgccicctia gLcacicttc ctataccaat ctgagaccat tttacaattt agaaaagaca 120 
aa taac rgg i igggtzact: gaiagtataa laacc 155 




< 2 1 2 > ;)NA 

< 2 i 3 > Homo sapiens 
<400> 9 

gaaggagaac argaagaggt lagaaaagnt cnggnttcLg UggLgaaai gaaggaigaa 60 

ggggaagaga ca~ laaaita tcctgatac c accattgac t tgtcicacct tcaaccccaa 120 

aggtcca-.cc agaaattggc tccaaaagag gaatcttcia at.r.r.iagtga cagtaaatr.a 180 

cagagccgga gacarngic agccaaggaa agaagggaaa igaaaaagaa aaaact:cca 240 

agtgactcag gagaittaga agcgttagag ggaaagga 273 

<210> 10 
<211> 135 
<212> DNA 

<213> Homo sapiens 
<400> 10 

ticigacaac gagtaagaag aaagagggic Lificcctitg fntaicaasa n:a:catag 60 
agcaaiaaLa ascaaaccgg Lgnaiacca .^cacagagai -.agacaaaia aaccaaggga 120 
ciggaciaaa laagc 135 
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<2I0> II 
<2il> 197 
<2I2> DNA 

<213> Homo sapiens 
<400> 11 

atggcaccca gLutcaaatt: aacatggtta t tn tac t rg t gi ucccaaai ctaaca* tag 60 
ggaattt ttg g* r szgggtc tg-.tatcact agaaaaaiui aiaiallggi gccgaagata 120 
attttgagac aattagacaa gacagtttag catttacaag aacaagtttg gcagttgaag 180 
aaic lait ta tatgact: 197 

<210> 12 
<21I> 137 
<212> DNA 

<2 1 3 > Home sapiens 
<400> 12 

ccaccgcacc iggcigatgc u:tctai:ci gac t ic 1 1 cc agaggaccci gaaagacac: 60 
aagiggaaic nizci tgaa grct rccaag ciaaaacaac ;c:cLggaaa gaccacctc * 120 
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gitcag-cc". zgzczci lui 

<210> 13 
<211> 274 
<212> DNA 

<213> Homo sapiens 
<400> 13 

cgtttacaga r.icicrigcg gctggcggtg gaaciacaaa gggatcggtg cc latatcac 60 
aataccaaac itgaiaataa tctagattc t gtgtytctgc ttatagacca tgr.ttgtagt 120 
aggtaagagg aaaacutccn atauictgaa acagcctaac arxttacaaa attxtagtxt 180 
tcttttttag agtcttatcc tgtagctala laacagtica Lgxccgattt agcatttgtt 240 
cacgagtaaa gctggaacta tgaaaattga aaat 274 

<210> M 

<211> 171 

<212> DNA 

<2 L 3 > Homo sapiens 



41 / IGl 



C400> 14 



gai taggtga cc::cc : -iga aragccacgg g'ticcc'din ir.gaaat.gcc a t tcaciacc 
cgagicacci angr *c utac aaaggaagcg agaaaatigc i :~ :gt tggg ccatgcccct 
Lttgcanagg ticciaagta lagtcgccan aatttttita a tggcczaaa g 

<210> 15 
<21I> 161 
<212> DNA 

<213> Homo sapiens 
<400> 15 

aggggcgctt; gicctgCLCi cagcagattg gttacacgcg tcaggtggig gcgatgactu 
aattcctagc ccaagaagaa *cataatgtla aaactggtta t£LaactitL gcgcctc^cc 
utrttaatgc agtatt.tagt Lcngatgttg gcgatttttc a 

<210> 15 

<2li> 323 

<212> DNA 

< 2 1 3 > Homo sapiens 



<400> 15 

tacaaggwgg gaaecttaci acctctaatg acctraccga tgc igaca: aatacictgi 50 

gaaggt taga guicagngaa ignacctag aaacagcccc ggctgtggaa tacti tatcc 120 

ttagccccat actrggggtc tggatgtcca ctgtgctggi tcccagagat agtaagggga 180 

tgagagtatt ggttacavct. ccigacccac aiactnaaga tccagatgaa caagacagtt 240 

c ucactcc ig cngscagaa cciati igyk shaggaaaca gytcctaaag aaiggi icta 300 

gccagaccct gtcgytacca gaa 323 

<210> 17 

<2ii> 138 

<212> DNA 

<213> Homo sapiens 

<400> 17 

agta^gacaa atagittccg ccigattggt gagatttggg atgggccccc ac t itgtt tc 60 

tciitctgca naaaaatztc aacat r ttta caaaatti:c aaaaac lie i ccccagtccg 120 

Lacatcc-tg iLaaicag 138 



<210> 13 
<21i> 135 
<212> DNA 

<213> Homo sapiens 
<400> 13 

tgarccccac aairicugt gat iggugag gaactataaa tgacicccat ccaagctcat 60 
accagaaaaa aggagcacai Lite lacaaa ttacatcat r Ltiaatccat laccacatia 120 
ttttagggga actac 135 

<210> 19 
<21i> 219 
<212> DNA 

<2I3> Homo sapiens 
<400> 19 

ctgagaggag ccangcalac aaaccaccii. LLctaacaLg gicLLLacta aactttgaat 60 
ataagcacac c-.gcicgaag tgt:caecia taramaa ^aacaagcaa ccgiaaaaca 120 
gtaaaatcac aaaaggtaag uigi:ggaag acaacaaaaa agaactacia lazcLgaLcc ISO 



101 



igcgcg i i la tLutagaatc : gnaaiagg cctacagct 



219 



<210> 20 

<211> 191 

<212> DNA 

<2I3> Homo sapiens 

<400> 20 

acagtgagtg iggcugaaac ccaagctgaa ggaagggagg agcaggcaci gcca-gaggg 60 

grccciggac agaaactctt cagcaggcct tgaagtttag itcaggggct acatggaaia 120 

ccactattta gcacacaggi gcgatcxgag gtgagggact accctttcga tctLggtitt 180 

ctcatitatt t \gi 

<210> 21 
<2L1> 148 
<2L2> DNA 

<2 L 3 > Homo sapiens 
<400> 21 

ctggaggtga agggaaggaa agaaaggaaa aac Late Lac c^gca^gau aagagacaag 50 



^5 / ICI 



ctcccaagaa caceaaagca ga igaLgag ciagctctac ccagccttcc :ccccacgaa 
r. c c aga r. c a * a g i aag a a a r. r. c c g ggc : 

<210> 22 
<211> 305 
<212> DNA 

<2I3> Korr.o sapiens 
<4G0> 22 

ccaccaccag aaatgaacaa aaagcatctt acctaaaaal acaccagcaa aatgcactca 
gctLcaatca caaatacgac cgc czaaaac cgcagaaatt tec tcaacac tcagccttta 
tcactcagc l ggattttitc c t tcaacaac cactactcca agcat tgggg aacacaactt 
ctaatcatac tccagtcgtt icacaatgca ttctaatagc agcgggatca gaacagtact 
gcatttactt gccaacagaa cagacagacc t gaagccaag acaactgcat ic ,c cgigaa 
gtctgr. 

<2 10> 23 
< 2 L 1 > 357 



<2L2> DNA 
<2I3> Homo 



sapiens 



<400> 23 

gLagcai: t ggcagaacca ttgttaa-La aagggaccty tggaccgcaa cytcaazgua 60 

ccagantait gagcrgcccu aigaatgctt caitc;ca:t gt-iaaggtg ctgc: "gat 120 

tttttttrca atic'trgta ctatttttta ttttttggag aggcacatcc ccaaaiugg 180 

atgaggtauC tgttgataaa taaucatca at~ tccacaa tgcagacaaa aatgtctgcc 240 

cagagtggaa aaaiaaaaca agggggagaa gagtt cgagt aacggagaag ctctgcggaa 300 

tcciagtgac aaaagttgag aaactacctt laaataagac agtgaggtaa caaatgt 357 

<210> 24 
<2li> 219 
<2I2> DNA 

<2 1 3 > Homo sapiens 
<<10G> 24 

tggaacagcc aggagaa ccc iggaaaagia gaaiaatgag g cagggc t. ;.c cc i icgc :ai 60 

iLLgaa.stgc agar-acaci acgcaaaacc a: taggaac l ggcacgtgaa :agacaga;c 120 
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aacagi iaai agcigtaiia 
tcacttgtia Lgc r .aaaaci 

<210> 25 
<211> 251 
<212> DNA 

<213> Homo sapiens 
<400> 25 

Lgaaagggga aiagaagcac 
tccttacact ggtgt tcccc 
ttacataaga cattcccggt 
t tatgtgiag zccaitatta 
caccaacaga a 

<2I0> 26 
<2il> 233 
<2!2> DNA 



gccugaaaai ggigLaagga caacaggcia aciaaccctg ISO 



aag-ctaga~ agagiccic 219 



aagagtcagt aalcaaLaac aaacaaccca agglgctcci 60 
aaagtgaggt gaatr.gccag ccactgggag tcagggccag 120 
aagccccctt tgggiatccc aaataaggac tggggigggr ISO 
acaactaaac gaacaaacct agtgaattgc aataaa^Lca 240 

251 
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<2I3> Homo sapiens 
<400> 25 

gttgaaagag tec ::ggaag gcttttagac caaacccc tc tgcatgccca arcctcgggt 50 

acaggaiutc laagaagigg aacagtc tec aggggtgtgg arcicaicgc icaaggcagg 120 

ttatcttatc tgaataatt l tgtccgttga ctattgggat agttcccctt cagatsagci ISO 

gaaattLicL ccaiagcilc cictatiaaa cccaattcca cttcCcaggg ica 223 

<210> 27 
<211> 176 
<212> DNA 

< 2 1 3 > Homo .sapiens 
<400> 27 

caaaagcgct gaagttaagc attaaiacgc cagattcatg attcacgatc agcaiccaaa 60 
acuccaacta caaacaaigc aaagtagtgc icctcagtat tatntttgca at. tgt Lag la 120 
acgrcaagca icaaggaaaa taaaacacai cacLgcacat. :acagccgca aaaaac I7r> 



<210> 2S 
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<21l> 2'11 
<212> DNA 

<2I3> Homo sapiens 
<400> 2S 

agagag iaaa gcaagczan ttgacagcaa cciaataaca gcigtcttct tccacutctt 60 
ggctaactca icccccagal ugccLicLii IcLcttacca aticcctgrt gcaacaalaa 120 
taaatgccac acctgatgga gtcattaggc acntcc-ag igacaagcgc ctaggacaga ISO 
ggagaaaaca aagaaacact gacaaccaci gaaaactgac atateaggcc aggcaigtca 240 

c 241 

<210> 29 
<211> 217 
<212> DNA 

<2 1 3 > Homo sapiens 
<400> 29 

gctggagagg Lggtgatgr: gctgnataat tgcttuttaa agctggaggg gacuccaag 60 
agtctctcaL r.t.aagaaraa aaac^aaaga caiaatLggt. aaeggtitt^g acigc:gcag 120 
aggcaacaci i:gcicacaa tcciacagai ccacLtcacc LgLaactaca amcccLga ISO 



agacaiagaa gaaaaa icaa itgttccaai ccacaig 



217 



<210> 30 
<21i> 233 
<2i2> DNA 

<2I3> Homo sapiens 
<400> 30 

aaccttagca iaa:gcttcc tgggaaattc tgaaatigai tccatt ixtg ccgtcacaaa 60 
cacacacgaa gL tcciagtt cactgggact tcctgatttg ticttttagc Ugcccctte 120 
tcacctagaa gctcrgitta tttctgagca accctggggc ttgtctcata ggacaggatt 180 
t:acutaiccc aicaaggctg agtg^gcctc aggaagtcat aaacataaaa aga 233 

<210> 31 
<2H> 22S 
<212> DNA 

<213> HoiTio sapiens 
<400> 31 

'aiagacagg giagggacga Liagccccic gacaactcic cacaaaLaia cacacgciia 50 
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accacctctc aggtcatgac aaagaccggc cgggca-raaa cac tc- taste ccagctactc 
gggagcctga ggcatgagaa tcacttgaac clgggaggtg gaggttgcca tgagccgaga 
tcacgccatt gcactacagc cttggcgaca agagtgaaac :ccatctg 

<210> 32 
<211> 29S 
<212> DNA 

<213> Homo sapiens 
<400> 32 

gcttatgatt acaaacatcc ctcatatgaa aatctcagca tttnctggct gctgccitca 
atcgcttttt ctgaaatagg tatcccttga tgtcgac tat ttgatttcag ccagr.cgttt 
ctctctggca gtgctccctg caaatgtgtc ctttcaagaa aacaaaacct gcaagtggc t 
tgtaatgtac catgacc t ta tcatgtgaag gacaaatggc tc ttgtgctt attagatagc 
agatgaactg atgaactgaa ttcttggtct gaagctttga taaggtcaga tgtctttg 

<2IQ> 33 
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<211> 29i 
<212> DNA 

<213> Homo sapiens 
<400> 33 

aczicgaagg gaaaaagagg aaggaaaagg actsttaata aaataacaaa ggcascaatc 60 
agaatgaacc agagccagga cagcgtaaag gctaggttca cagtgagaig aaagaaccig 120 
aaaacaagtt r.aaaacicaa aagaggatra ttctcaagtt atactacagi gaaaaaacat ISO 
ggaaaaacac aaaaaggaca ggcaataagg cacaggcata catacaaggc aaattgtaac 240 

acaatatma ct tgcaaaag agcccacaga gacatgtcaa inaa^*:ca",a g 291 

<210> 34 

<21I> 230 

<212> PRT 

<213> Homo sapiens 

<400> 34 

Met Giu Asp Gly Phe Leu Asp Asp Cly Arg Gly Asp Gin Pro Leu His 
i 5 10 15 

Ser Gly Leu Gly Ser Pro His Cys Phe Ser His Gin Asn Gly Glu Arg 
20 25 30 
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Vai Gin Arg Tyr Ser Arg Lys Val Phe Val Gly Giy Leu Pro Pro Asp 
35 40 45 



He Asp Glu Asp Glu lie Thr Aia Ser Phe Arg Arg Phe Gly Pro Leu 
50 55 BO 

He Val Asp Trp Pro His Lys Ala Glu Ser Lys Ser Tyr Phe Pro Pro 
65 70 75 30 

Lys Gly Tyr Aia Phe Leu Leu Phe Gin Asp Glu Ser Ser Val Gin Ala 
85 90 95 

Leu lie Asp Ala Cys lie Glu Glu Asp Gly Lys Leu Tyr Leu Cys Val 
100 105 110 

Ser Ser Pro Thr lie Lys Asp Lys Pro Val Gin lie Arg Pro Trp Asn 
115 120 125 

Leu Ser Asp Ser Asp Phe Vai Met Asp Gly Ser Gin Pro Leu Asp Pro 
130 135 M0 

Arg Lys Thr lie Phe Val Gly Gly Val Pro Ary Pro Leu Arg Aia Val 
145 150 L 55 150 

Giu Leu Ala Me: V a l Mec Asp Arg Leu Tyr Gly Gly Val Cys Tyr Ala 
165 170 175 
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Giy Me 



Asp Thr Asp Pro GIu Leu Lys Tyr Pro Lys Giy Aia Giy Ar 
130 135 190 



Val Ala Phe Ser Asn Gin Gin Ser Tyr He Ala Ala Lie Ser Ala Ar 
195 200 205 

Phe Val Gin Leu Gin His Giy Glu ile Asp Lys Arg Val Ser Leu He 
210 215 220 

Leu His Pne Giy Lys Phe 
225 230 

<210> 35 
<2LI> 143 
<212> PRT 

<2 L 3 > Homo sapiens 
<400> 35 

Met Giy Ser Asp Lys Arg Val Ser Arg Thr Glu Arg Ser Giy Arg Tyr 
15 10 15 



Giy Ser lie lie Asp Arg Asp Asp Arg Asp Glu Arg Glu Ser Arg Ser 



35 



40 



4 D 



Asp Arg lyr Asp Asp Tyr Arg Asp Tyr Asp Ser Pro Glu Arg GLu Ar 
50 55 60 



Glu Arg Arg Asn Ser Asp Arg Ser Glu Asp Gly Tyr His Ser Asp Gly 
65 70 75 SO 

Asp Tyr Giy Glu His Asp Tyr Arg ills Asp lie Scr Asp Glu Arg Glu 
85 90 95 

Ser Lys Thr lie Met Leu Arg Gly Leu Pro lie Thr lie Thr Glu Ser 
100 105 110 

Asp lie Arg Glu Met Met Glu Ser Phe Glu Gly Pro Gin. Pro Ala Asp 
115 120 125 

Val Arg Leu Met Lys Arg Lys Thr Gly Glu Ser Leu Leu Ser Ser 
130 135 140 



<210> 36 

<2ll> 104 

<212> PRT 

< 2 1 3 > Homo sapiens 

<400> 36 



5 6 / 101 



Me- Pro His Met Leu Ser Gir. Leu He Ala Cly Giy V a L Ser Thr Ser 



10 



i 3 



Cys Val Thr Ala Leu Gly Giu Glu Thr Gly Ala Trp Phc Pro Val Tyr 
20 25 30 



Leu Ser His Ala Ser Ser Pro Phe 
25 40 

Ala Glu He Asn His Ser Gin Glu 
50 55 

Ser Pro Pro Asn Lys Gin Phe Asn 
55 70 

Asn Asn Cys Arg Phe Pro Thr Asp 
85 



Ala Asp Leu Val Phe Cys Pro Phe 
45 



Tyr Asp Asn Met Arg Gly Pro Val 
60 



Leu Gly Val lie Phe Gly lie Pro 
75 30 



Asn Lys lie Thr Glu Lys Gin Leu 
90 95 



Leu Gly Asn Val Leu Asn Tyr Pro 
100 



<210> 37 

<211> 133 

< 2 i 2 > PRT 

< 2 1 3 > Homo sapiens 



<400> 37 

Met Asn His Pro Trp His Val Cys Phe Leu Phe Lys Val Leu Arg Tyr 
15 LO is 

Tyr Pro Thr Ala Pro lie Leu Lys Trp Thr His Thr Val Ser Cys Scr 
20 25 30 

Trp Cys Arg Ser Val Leu Arg Giu Val Val Cly Asn Val Ser Leu Ser 
35 40 45 

Clu Asn Phe Thr lie Ser Ala Phe Cys Pro Giu Leu Thr Pro Phe Pro 
50 55 60 

Asp Gin Gly Thr Ser Thr Met He Ser Phe Leu Giu Lys Phe Asn Lys 
65 70 75 80 

Ser Lys Arg Giu Arg Leu Giu Leu Met Leu His Phe Tyr Ser Val Leu 
35 90 95 

Ser Leu Giu Pro Ala Val Ala Giu His Trp Ser Gly Giu Phe Giu Lvs 
100 105 110 

Trp Lys Val Gly Ph e Phe His Pro Leu Lys Arg Giu Asp Gly Phe rhe 
115 120 125 

Thr Arg Thr Asp He 
130 
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<210> 38 
<2Ii> 133 
<2I2> PRT 

<213> Homo sapiens 



<400> 38 

Met Asn His Pro Trp His Val Cys Phe Leu Phe Lys V'al Leu Arg Tyr 
1 5 10 15 



Tyr Pro Thr Ala Pro Tie Leu l.ys Trp Thr .His Thr Val Ser Cys Ser 
20 25 30 



Trp Cys Arg Ser Val Leu Arg Glu Val Val Cly Asn Val Ser Leu Ser 
35 40 45 

GLu Asn Phe Thr lie Ser Ala Phe Cys Pro Glu Leu Thr Pro Phe Pro 
50 55 60 

Asp Gin Giy Thr Ser Thr Mec lie Scr Phe Leu Glu Lys Phe Asn Lys 
65 70 75 SO 

Ser Lys Arg Glu Arg Leu Glu Leu Met Leu His Phe Tyr Ser V'al Leu 
S5 90 95 

Ser Leu G!u Pro Ala Phe Ala Glu His Trp Ser Giy Glu Phe Glu Lys 
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105 



Trp Lys Vai Gly Phe Phe 11 is Pro Leu Lys Arg Gin Asp Gly Phe Phe 
115 120 125 

Thr Arg Thr Asp lie 
130 

<210> 39 
<211> 123 
<212> PRT 

<213> Homo sapiens 
<400> 39 

Met Asp Ala Vai Ala Val Tyr His Gly Lys He Ser Arg Clu Thr Gly 
* 5 10-15 

Glu Lys Leu Leu Leu Aia Thr Gly Leu Asp Gly Ser Tyr Leu Leu Arg 
20 25 30 

Asp Ser Glu Ser Vai Pro Gly Val Tyr Cys Leu Cys Val Leu Tyr His 
35 40 45 

Gly Tyr lie Tyr Thr Tyr Arg Val Ser Gin Thr Glu Thr Gly Ser Trp 
50 55 60 
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Ser Ala Giu Ihr Ala Pro Gly Val 
65 70 

Lys Asa Leu He Ser Ala Phe Gin 
85 

Pro Leu Gin Tyr Pro Val Glu Lys 
100 

Gly Thr Thr Gly lie Arg Glu Asp 
H5 120 



ills I . y s Arg Tyr Ph e A rg Lys lie 
75 SO 

Lys Pro Asp Gin Gly He Val He 
90 95 

Lys 5er Ser Ala Arg Ser Thr Gin 
105 ilO 

Pro Asp Val Cys Leu Lys Ala Pro 
125 



<210> 40 
<211> 343 
<212> PRT 

<213> Hoir.o sapiens 
<400> 40 

Met Asp Ala Pro Lys Ala Gly Tyr Ala Phc Glu Tyr Leu He Glu Thr 
15 10 15 

Leu Asn Asp Ser Ser Wis Lys Lys Phe Phe Asp Val Ser Lys Leu Gly 
20 25 30 

Thr Lys Tyr Asp Val Leu Pro Tyr Ser He Arg Vol Leu Leu Glu Ala 
35 40 A5 
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Ala Val Arg Asn Cys Asp Gly Phe Leu Met Lys Lys Clu Asp Val Met 
50 55 60 



Asn lie Leu Asp t rp Lys ihr Lys Gin Ser Asn val Glu Val Pro Phe 
65 70 75 SO 

Phe Pro Ala Arg Val Leu Leu Gin Asp Phe Thr Gly He Pro Aia Mel 
35 90 95 

Val Asp Phe Ala Aia Met Arg Glu Ala Val Lys Thr Leu Gly Gly Asp 
100 105 110 

Pro Glu Lys V'al His Pro Ala Cys Pro Thr Asp Leu Thr VaL Asp His 
115 120 125 

Ser Leu Gin lie Asp Phe Ser Lys Cys Ala He Gin Asn Ala Pro Asn 
130 135 140 

Pro Gly Gly Gly Asp Leu Gin Lys Ala Gly Lys Leu Ser Pro Leu Lys 
145 150 [55 160 

Val Gin Pro Lys Lys Leu Pro Cys Arg Gly Gin Thr Thr Cys Ars Gly 
155 170 175 

Ser Cys Asp Ser Gly Glu Leu Gly Arg Asn Ser G i y Thr Phe Ser Ser 
ISO 1S5 190 
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Gin lie Glu Asn inr Pro lie Leu Cys Pro Phe h'is Leu Girt Pro Val 



195 



200 



205 



Pro Glu Pro Glu Thr Val Leu Lys Asn Gin Glu Val Glu Phe Gly Arg 
210 215 220 

Asn Arg Glu Arg Leu Gin Phe Phe Lys Trp Ser Ser Arg Val Leu Lys 
225 230 235 240 

Asn Val Ala Val He Pro Pro Gly Thr Gly Mel Ala His Gin lie Asn 
245 250 255 

Leu Glu Tyr Leu Ser Arg Val Val Phe Glu Glu Lys Asp Leu Leu Phe 
260 255 270 

Pro Asp Ser Val Val Gly Thr Asp Ser His Lie Thr Met Val Asn Gly 
275 230 285 

Leu Gly lie Leu Gly Trp Gly Val Gly Gly lie Glu Thr Glu Ala Val 
290 295 300 

Mel Leu Gly Leu Pro Val Ser Leu Thr Leu Pro Glu Val Val Gly Cys 
305 310 315 320 

Glu Leu Thr Gly Ser Ser Asn Pro Phe Val Thr Ser ile Aso Val V £ L 
325 330 335 
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Let: Gly lie Thr Lys V'al Ser 
340 

<210> 41 
<2i!> 305 
<2I2> DNA 

<2i3> Homo sapiens 
<400> 41 

tcatgaagtg aagccaacig tttagactag aatgttatga gat taaaccc acnnnnnntt 60 
attcatagac aiaaacccLc attttaauLa gcggatctgg actctigtca Latgiggaal 120 
cataatttaa acaaaatcaa ctaagatgat ccaagttcca cacaactgca cttcaatatt 180 
caagtcggtg tgaagatgcc tgac lac tgc gtcacaagat tctgagc tgt cgtaaaaagc 240 
ciggctcgtg gt lie tat tt acagigtaca catgttgggt tataatcaca aacc iggaac 300 
tctgt 305 

<210> 42 
< 2 1 i > 256 
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<212> DNA 

<2!3> Hoi-q sapiens 
<400> 42 

gaaaccacgg cttacaccta gagacagcat tcagacaiag acgggatacc cgcgc Lagcc 50 
agtcccirca caacaggtga aic cc cctcc cactgcttca azaccgcgcg acaaagccaa 120 
ccgggaagca gcttiacaaa tgrgacicga cttggggate iccccgacac ttrgccatgg ISO 
caaggaacaa gccgcctgp,a ccaaacgc.ca ctccatttga v.-.ccac.gc.c t aaagtaacca 240 
cgcaaccgac tatagi 256 

<2I0> 43 
<2IL> 244 
<212> DNA 

<213> Homo sapiens 
<400> 43 

caccccccaa ccacgat c t c cccr.Lgat.gg ccigtgcgaa cagatcaacg gcgcccatcc 50 

aatccctccc ccaccggggg aaagcaaacc accaggccca crgcaaaaac zgczcu^gi 120 

igagc t. zee : gccccaaacc acacccacag tgaacggcgi ccctccacca ccgciaacga ISO 

65 / 101 



cLctg^-^'-^ tcictccacl cacaigtgag cctccicayc ictc^anaaa caagccr.gtc 240 



<-cgg 244 



<210> 44 
<2Ii> 258 
<212> DNA 

<213> Homo sapiens 
<400> 44 

ictcagaaaa ctccagatca aacgagatga gtatggtgnn nagggctggc aaitagagga 50 
lactctccaa tggtgatgaa gggagatgtc tgggggaaat ccagcaggat gttgatctag 120 
laigiacaca gtgagaggat actigtagag aacctagaai crictctgaa tg-gacgggc 180 
cctcagagai aattgttaac agaiaagtgg a igai caaai acacctcctc cagtaggcta 240 
gatgttaaga cggagatc 253 



<210> 45 
<211> 26 
<2I2> DNA 
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<2L3> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : 5yn the t i c DNA 
<400> 45 

gggcttaata ttattcatag atcgag 25 



<210> 46 
<2I1> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Syn the t i c DNA 
<400> 46 

gtlattatac tatcaagtaa cccaac 26 



<210> 47 

<2ll> 25 

<2 1 2> DNA 

< 2 i 3 > Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence : Syr. thet i c DNA 



<400> 47 

gtggatctgg at ttttgtca tatgt 25 

<2I0> 4S 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthetic DNA 
<400> 48 

gtttgtgatt ataacccaac atgtg 25 

<210> 49 
<211> 25 
<212> DNA 

< 2 1 3 > Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Syn the t i c DNA 
<400> 49 

gaaggggaag agacattaaa ttatc 



25 
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<C210> 50 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :Synthet ic DNA 
<400> 50 

gcttctaaat ctcctgagtc actt 24 

<210> 51 
<21 L> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Syn the t ic DNA 
<400> 51 

gacaatgagt aagaagaaag aggg 24 
<210> 52 
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<2 1 1 > 24 
<2I2> DNA 

<2I3> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synihe i i c DNA 
<400> 52 

gtccagtccc ttggtttat: tgtc 24 



<210> 53 
<2il> 25 
<212> DNA 

<2 1 3 > Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Syn the t ic DNA 
<400> 53 

ggtacccagt ttcaaatcaa catgg 25 



<210> 5-1 

<2 1 1 > 25 

<212> DNA 

<213> Artificial Secuena 
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<220> 

<223> Description of Artificial Sequence : Synthet ic DNA 

<400> 54 

gat tcttcaa ctgccaaact tgt cc 25 

<210> 55 

<211> 24 

<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthetic DNA 

<400> 55 

gctgatgctt ttctatctga cttc 24 

<210> 56 

<211> 22 

<212> DNA 

<2I3> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Syn the i ic DNA 
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<400> 55 

gaccaggact gaacagagg: 



22 



<210> 57 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthet ic DNA 
<400> 57 

gcttatagac catgtttgta '^tagg 25 

<210> 58 
<21i> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthet i c DNA 
<400> 5S 

gtgaacaaat gctaaatcag acacg 25 

72 / 101 



<210> 59 
< 2 L 1 > 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthetic DNA 
<400> 59 

gccacgggtt tcccatatcg aa 

<210> 60 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description cf Artificial Sequence: Synthetic DNA 
<400> 60 

gactaiactc aggaacctci gcaa 
<210> 61 



< 2 1 1 > 24 
<212> DNA 

<2I3> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthetic DNA 
<400> 51 

gttctgctct cagcagattg gtta 24 



<210> 62 
<211> 24 
<2I2> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthet i c DNA 
<400> 62 

gccaacatct gaactaaata ctgc 24 



<210> 63 

<2ii> 25 

<212> DNA 

<213> Artificial Secuence 
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<220> 

<223> Description of Artificial Sequence : Synthet ic DNA 
<400> 63 

gttcagtgaa tgtiacc tag aaaca 

<2I0> 64 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthetic DNA 
<400> 64 

ggagtgaaaa ctgtcttgtt catc 

<210> 65 

<211> 25 

< 2 1 2 > DNA 

<2 1 3 > Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthet ic DNA 



<400> 65 

gtatgacaaa tagtttctgc ctgat 



25 



<210> 65 
<211> 25 
<212> DNA 

< 2 1 3 > Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthet ic DNA 
<400> 66 

gattaacaaa gatgtacaga ctgag 25 

<210> 67 
<2il> 24 
<212> DNA 

< 2 1 3 > Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthetic DNA 
<400> 67 

gagacagcat tcagatatag acgg 24 
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<210> 68 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Ariificial Sequcnce:Symhetic DNA 

<400> 68 

gcgtggaatc aaatggagcg gc 22 

<210> 69 
<21L> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthet ic DNA 
<400> 69 

gatggccigt gtgaacagat taac 24 
<210> 70 
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<2ii> 24 
<2I2> DNA 

<2L3> Artificial Sequence 



<220> 

<223> Description of Ariificial Sequence : Synthet ic DNA 
<400> 70 

gagagagatg tcagagtcai tagc 24 

<210> 71 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthet ic DNA 
<400> 71 

gatccccaca atttcttgtg at tg 24 

<210> 72 
<2ll> 25 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial SequencerSynthetic DNA 
<400> 72 

gttcccctaa aataatgtgg taaig 

<210> 73 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthetic DNA 

<400> 73 

gaggatactc tccaatggtg atg 

<2 L0> 74 
<2il> 2-1 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthot i c DNA 



<400> 74 

gtcttaacat ctagcccact ggag 



24 



<2I0> 75 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence rSynthet i c DNA 
<400> 75 

gagaggagcc atgtatacaa acca 24 

<210> 76 
<2U> 26 
<212> DNA 

<2 1 3 > Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthet. i c DNA 
<400> 76 

gcacgcagga icaga: a :ag taaiic 25 
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<210> 77 
<2li> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthet i c DNA 
<400> 77 

gctgaaacct aagctgaagg aagg 

<210> 78 
<21L> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthet ic DNA 
<400> 73 

gtcccccacc tca^atcaca cc 
<210> 79 



<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial SequencerSynthetic DNA 
<400> 79 

gctatctacc tggcaggaaa agag 

<210> 80 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthetic DNA 
<400> 80 

gagtttctta ctatgatctg gattc 

<210> 31 
<211> 25 
< 2 1 2 > DNA 

< 2 1 3 > Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence : Synthet ic DNA 
<400> 81 

gcaaaatgla ctcagcttca atcac 

<210> 82 
<21i> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthet ic DNA 
<400> 82 

gtaaatgcag tactgttctg atcc 

<210> S3 
<2il> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthet ic DNA 



<400> S3 

gaatgc t tea tr.c tcattgt 



ttaagg 



25 



<210> 84 
<211> 24 
<212> DNA 

<2i3> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthetic DNA 
<400> 84 

gtcactagga ttccacagaa cttc 24 

<210> 85 
<211> 22 
<212> DNA 

<2i3> Artificial Sequence 
<220> 

<223> Description cf Artificial Sequence : Synchet i c DNA 
<400> S5 

gaggtagggc itcccttcgc ta 22 
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<210> 86 

<2H> 25 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence:Synthetic DNA 



<400> 86 

gcataacaag tgacagggtt agtta 25 



<210> 87 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthet ic DNA 

<400> ST 

ggtgctcccc ccicacaccg gi 



<2i0> 8S 



S5 / 101 



<21I> 23 
<212> DNA 

\2I3> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence:Syntnelic DNA 
<400> 88 

gactacacat aaacccaccc cag 23 

<210> 89 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence:Synthetic DNA 

<400> 89 

gggtacagga tttctaagaa gtgg 24 

<2I0> 90 
<2 1 1 > 25 
<2I2> DNA 

<213> Artificial Sequence 
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<223> Description of Artificial Sequence : Synthet ic DNA 

<400> 90 

ggagaaaatt tcagctcatc tgaaR 

<210> 91 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthetic DNA 

<400> 91 

gctgaagtta agcattaata cgcc 

<210> 92 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthet i c DNA 



<400> 92 

gcggctgtaa Lgugcaatga tgt 

<210> 93 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence:Synthetic DNA 
<400> 93 

gacagcaacc taataacagc tgtc 

<210> 94 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthetic DNA 
<400> 94 

gtcctaggca cttgtcacta gg 
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<210> 95 
<21!> 22 
<2L2> DNA 

<2I3> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : S/nthet ic DNA 
<400> 95 

gaggggactt ccaagagtct ct 22 



<210> 95 
<2ii> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Syn the t i c DNA 
<400> 95 

gtcttcagga aaattRta^t cacag 25 



<210> 97 
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<2ii> 2-1 
<2I2> DNA 

<213> Artificial Sequence 
<220> 

<223> Description oi Artificial Sequence:Synthetic DNA 
<400> 97 

gttacaaaca cacacgaagt tec t 



<210> 98 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthetic DNA 

<400> 98 

gacttcctaa ggcacactca gc 22 



<210> 99 

<21L> 24 

<212> DNA 

< 2 i 3 > Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence:Synthetic DNA 



<400> 99 

gtttaactac ctctcaggtc alga 24 

<210> 100 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthet ic DNA 
<400> 100 

gtcgccaagg ctgtagtgca ac 22 

<210> 10! 

<211> 24 

<212> DNA 

<2i3> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthet i c DNA 
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<400> 10 i 



gaaataggia tcccttgaig tcga 

<2I0> 102 

<2I1> 24 

<212> DNA 

<2L3> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthet ic DNA 

<400> 102 

gaccaagaat tcagttcatc agtt 

<210> 103 

<211> 22 

<212> DNA 

<2i3> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthei tc DNA 

<400> 103 

gaaigaacca gagccaggac ag 



<210> 104 
<211> 22 
<212> DNA 

<2I3> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence :Synthetic DNA 
<400> 104 

gccttgtatg tatgcctgtg cc 22 

<210> 105 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial SequencerSynthetic DNA ■• 
<400> 105 

aagagtccac caggccatgg a 2i 
<2I0> 105 
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<2II> 23 
<212> DNA 

<2I3> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthet ic DNA 
<400> 105 

tacct tgtgt acttctagcc gag 23 



<210> 107 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthet ic DNA 
<400> 107 

gttctttttt ttt'tta 



<210> 103 
<211> 17 
<212> DNA 
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<220> 

<223> Description of Artificial Sequence : Synthetic DNA 
<400> 108 

gttttttttt ttttttg 17 

<210> 109 
<2I1> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence:Synthetic DNA 
<400> 109 

gttttttttt ttttttc j7 

<210> 110 
<211> IS 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthet ic DNA 
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<400> iiO 

cagagtgatg gatatcaa 



13 



<210> III 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthetic DNA 
<400> 111 

atgaaagtgc cagtgtgcca tg 22 

<210> 112 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthetic DNA 
<400> 112 

cccatcacca tcttccagga gc 22 
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<210> 113 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence:Synthet ic DNA 
<400> 113 

ttcaccacct tcttgatgtc atcata 25 

<210> 114 
<211> 15 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic Peptide 
<400> 114 

Cys Pro Leu Lys Arg Glu Asp Gly ?he Phe Thr Arg Thr Asp lie 
15 10 !5 
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<2I0> 115 
<21I> 15 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> MOD_RES 
<222> (16) 

<223> AMIDATION, GluAmide 
<400> 115 

Cys Ser Phe Leu GIu Lys Phe Asa Lys Ser Lys Arg Glu Arg Leu Xaa 
15 10 15 



<210> 116 

<211> 15 

<212> PRT 

<213> Artificial Sequence 
<220> 

<22L> MOD RES 
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<222> (15) 

<223> AMIDATION. GlyAnide 



<400> 116 

Cys Ala Glu His Trp Ser Gly Glu Phe Glu Lys Trp Lys Val Xaa 
15 10 15 



<210> 117 
<211> 16 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthet ic Peptide 
<400> 117 

Cys Glu He Asp Lys Arg Val Ser Leu He Leu His Phe Civ Lys Phe 
15 10 15 



<210> IIS 
<2il> 15 
<212> PRT 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : Synthet ic Peptide 
<400> 118 

Cys Arg Leu Met Lys Arg Lys Thr Gly Glu Ser Leu Leu Ser Ser 
15 10 15 

<210> 119 
<211> 14 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthet ic Peptide 
<400> 119 

Cys Thr Ser He Asp Val Val Leu Gly He Thr Lys Val Ser 
1 5 10 

<210> 120 

<211> 16 

<212> PRT 

<213> Artificiai Sequence 
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<220> 

<221> MOD_RES 
<222> (16) 

<223> AMIDATION. LysAmide 
<400> 120 

Cys Ser Ala Giu Thr Ala Pro Gly Val His Lys Arg Tyr Phe Arg Xaa 
1 5 10 15 

<210> 121 

<211> 16 

<212> PRT 

<213> Artificial Sequence 



<223> Description of Artificial Sequence: Synthetic Peptide 



<400> 121 

Cys Lys lie Thr Giu Lys Gin Leu Leu Gly Asn Val Leu Asn Tyr Pro 



<220> 



D 



10 



15 
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